In Bergey's Manual of Systematic Bacteriology, Lechevalier (1989) grouped the genera Geodermatophilus, Dermatophilus and Frankia in the section 'Actinomycetes with multilocular sporangia'. These three genera share the remarkable morphological feature of the formation of sporangia of up to 100 mm in diameter that divide in all three planes. A few years before, Ahrens & Moll (1970) isolated and described a bacterium from the Baltic sea that formed budding structures, Blastococcus aggregatus. Recently, Urzi et al. (2004) published an emended description of genus Blastococcus and the genus now comprises two species, Blastococcus aggregatus and Blastococcus saxobsidens. Using 16S rRNA gene sequences, Hahn et al. (1989) showed that the genus Dermatophilus was only distantly related to the genus Geodermatophilus and that the genera Geodermatophilus, Blastococcus and Frankia were indeed closely related and proposed an emended description of the family Frankiaceae to include these three genera.
The family 'Geodermatophilaceae' was initially proposed by Normand et al. (1996) to contain the genera Geodermatophilus and Blastococcus that were previously assigned to the family Frankiaceae, and which thus retained only one genus, Frankia. No formal description of the family was provided and the type genus was not designated, therefore the family was not considered to be validly published. Stackebrandt et al. (1997) emended the description of the family by describing signature nucleotides and assigning the genus Geodermatophilus as the type genus for the family, but since the original description was not valid, the emended description was also not valid.
A phylogenetic analysis based on 16S rRNA gene sequences shows the family 'Geodermatophilaceae' to be highly coherent with a bootstrap value of 100 % and to have the genera Frankia and Acidothermus as its closest neighbours (Fig. 1) . The morphological, chemotaxonomic and physiological characteristics of the family are given in Table 1 .
Description of Geodermatophilaceae fam. nov.
Geodermatophilaceae (Geo.der.ma.to.phi.la9ce.ae. N.L. masc. n. Geodermatophilus type genus of the family; suff. Fig. 1 . Phylogenetic tree showing representatives of the three genera and recognized species of the family 'Geodermatophilaceae', together with representatives of the type species of the genera in the Frankineae. 16S rRNA gene sequences were aligned using CLUSTAL_X (Thompson et al., 1997) . Indel-containing regions were excluded from the analysis. Matrix pairwise comparisons were corrected for multiple base substitutions by the method of Kimura (1980) . The tree was constructed by the neighbour-joining method (Saitou & Nei, 1987) . A bootstrap confidence analysis was performed on 1000 replicates to determine the reliability of the tree topologies obtained (Felsenstein, 1985) . Bootstrap values are shown at branch points. The graphic representation of the resulting tree was constructed using NJPLOT software (Perriè re & Gouy, 1996) . Bar, 0?01 nucleotide substitutions per site.
-aceae ending to denote a family; N.L. fem. pl. n. Geodermatophilaceae the Geodermatophilus family).
Exhibits the following properties in addition to those given in the family description by Stackebrandt et al. (1997) . The type genus is Geodermatophilus (Luedemann, 1968) . Table 1 . Characteristics of the three genera of the family 'Geodermatophilaceae' Data are from Mevs et al. (2000) , Urzi et al. (2004) and Lechevalier (1989 
